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CHGC 34 1 40 6,016,694 BS00016S204

KRIBB 21 n 1 2810557 BSOO0Z05225
Germary ar 12 A4 4979 927 AL 954200-256, 268250
PG ] 2 T 1,050,836 BS000153-164

RIKEM 143 14 147 19,540 921 BS000001-157

YMGC 18 2 20 3412759 BSO00ZZE-245

Total 273 3 304 42,666,429 T-I24200-296, 58-59,

BS000001-245

Germary: MPI, IMB and GBF

CHGL: Chitese Hatiohal Binnan Ceropte Cevter st Shanghad (China)

GEF: Creotarn Fecearch Cerder for Biotechrnlogy (ot
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ETEEHN: FIEEN Cerwinic Scietwes Cerder (Tapar)
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337 ERTAPIE-1
278 ClorfE7
198 CllorfEl
179 C21oef128
1716 C21of119
1713 BPS5SL
167 KRTAP15-1
157 KRTAP21-1
147 ABCCIE
137 ANKERDA
115 ThPRS52
101 DECRA

keratin azsociated protein 23-1

chrormosome 21 open reading frame 27
chrormosome 21 open reading frame 21
chinmmozome 21 open reading frame 122
chrormoszome 21 open reading frame 119
tihozoral protein 55-like

keratin azsociated protein 15-1

keratin azsociated protein 21-1

LTP-hinding cassette, sub-family C (CFTRLBP), merder 13
Expressed in prostate, ovaty, testis, ard placenta
travemembrane protease, serine 2

Doz synciorme critical region gene &
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0.72 TCPIOL
056 FRTAP13.Z
0.5 FRTAPA-Z
0.54 IG3FS
0.35 UNCDLI
034 B3GALTS
032 KCHEI
0.27 KRTAP19.7
0.19 ATPA]
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t-corplex 10 (rnomse)-like

keratin azsociated protein 13-3

keratin azsociated protein 6-3

irrrunoglobmlin swpefarnily, meraber 5

momodulin-like 1

UDPGalbetaGle e beta 1 3-galactosyltrareferase, pokmpeptide 5
potassinrm voltage-gated charmel Isk-related faroly, meber 1

keratin asgociated protein 19-7

LTP syrthase, Ht travsporting, mitochondrial F1 coraplex, alpha subund,

CXADR  YiR&03
DSCR1  1RsmT

ET52 Ji4102
IFNAR? XTwrd

IENGR2  BCO0R624

ITSH1 1166

IS5 AR

XK BCO0012E

FITHAIF TS50

TTC3 T4 26

T5F16 ARSI

THF204  ABRIIEXST
tigherin chimg
higher in hman
Tt expressed
o Effarene, Tt expes sel
Tt an chip
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Function

LBCC1S

CRYELL

CELDE.

DECEL (LdaptTa)

ET:2

[FHM&R2

[FNGR2

IT5H1

ThIPRSE2

TTCE

High Fa/kls ratio

Expression difference

Expression difference

Expression difference

Expression difference

Expression difference

Expression difference

Expression differenice

High Kalkls ratio

Expression difference

LBC transporter, ABCC13S is related with
hernatopoiesis

a guinone reductase similay to chloroguine-
binding proteins identified in malaria-infected
erythrocites

a receptor for coxsackievire and adencrdns

an inhihitor of the serine/threcrine phosphatase,
caleimenrin which dephosphorylates the tan
protein associated with the asserbly of paired
helical filarnents in Alzheirer's disease

a hroad-range transcription factor which affects
on the transcription of the APP gene associated
with the pathogenesis of &lzheimerOs disease

a receptor rprobved in interferon alpha-rediated
antrviral activities for hepatitis B and ©

a receptor itmobed in interferon gavorra-
roediated deferse frreannity against
ryeobacterial infections

a menber of a conserved fardly of proteins
irwokved in clathein-roediated endocytosis by
which mterralization of vims particles such as
nfluerza vims into cells is mediated

a transriembrare serine protease overexpressed
n a majority of prostate cancer cells

a protein contaiving tetratticopeptide repeat

( TPR) motif and mapped in DECE, of which the
raouse ortholog is expressed in predordnantly in
the central nervons systetm



