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Cartridge Cycle : Cart-PL 6mmGFF cLC
(psi) Step  Fxn#  Function Name Time ElTime
RL PITC/n- 25 1 258 Begin 0 000
R2 NMPip/MeOH/  R2B) 10 PITC 2 139 Flush Small Loop (Cart) 10 010
NMPip/BuOH/IP/ _ R2C) 10 3 135 Flush Cart Reagent Block 0 020
R3 TFA 15 NMPip N- 4 137 Flush Input Block 5 0:25
R4 255TFA/ 35| MeoH 5 11 Del R2g, Cart (top) 0 o4
RS PTH- /AN 25 6 140 Flush Large Loop (Cart) 10 055
s1 MeOH 17 BuOH 7 6 Load RL Cart (ig loop) % 120
s2 17 P 8 131 Dry Cart (top) 30 150
s3 - 17 9 140 Flush Large Loop (Car) 5 1855
s4 20%AN/ 35 TFA 10 135 Flush Cart Reagent Block 5 200
x1 505MeOH/ 25| 1 11 Del R2g, Cart (top) 170 450
X2 MeOH 25 12 131 Dry Cart (top) 0 52
X3 MeOH 30 13 140 Flush Large Loop (Cart) 5 525
Cart Dry Ar 35 14 6 Load R1, Cart (Ig loop) 2% 550
Flask Dy | Ar 30 15 131 DryCart (top) 0 620
Flask Bubble | Ar 18 16 140 Flush Large Loop (Cart) 5 625
Load Injector | Ar 11
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dystrophin-glycoprotein complex (DGC)
O-mannosyl glycan
Siaa2 = 3Galfl — 4GIcNAcBl — 2Manal— Thr/Ser
a-dystroglycan protein O-
Basal Lamina

mannosyltransferase POMT)

Manya H, Suzuki T, Akasaka-Manya K, Ishida HK, Mizuno M, Suzuki Y, Inazu T,
Dohmae N, Endo T.

Regulation of mammalian protein O-mannosylation: Preferential amino acid
sequence for O-mannose modification.

J Biol Chem. 2007 Jul 13;282(28):20200-6.

Thr/Ser

POM
(protein O-mannosyltransferase),

Manal— Thr/Ser

4-DG: , B-DG: B
SG: sarcoglycan, DYS: dystrophin, SYNs: sytrophin!
nNOS: neuronal nitric-oxide synthase, Sia: sialic acit
Gal: Galactose, Man: Mannose,

GlcNAc: N-acetylglucosamine,
Dol-P-Man: mannosylphosphoryldolichol,

Actin-Cytoskeleton Network
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Analysis of mannosyl peptide by MALDI-TOF MS and Edman deg tion

Preparation of mannosyl peptide

peptide 401-420
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Conclusion

peptide 401-420
IRPTMTIPGYVEPTAVATPP
Dol-P-Man

O-mannosylation POMT

Man
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